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Galaxy Overview

https://usegalaxy.org/welcome/new
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Workflows in Galaxy



Galaxy Tutorials

• Galaxy Training: https://training.galaxyproject.org/
• Select tutorials:
• Galaxy 101 for everyone, https://training.galaxyproject.org/training-

material/topics/introduction/tutorials/galaxy-intro-101-
everyone/tutorial.html
• Identification of variants in cancer, https://usegalaxy.fr/training-

material/topics/variant-analysis/tutorials/somatic-variants/tutorial.html
• Removal of human reads from SARS-Cov-2 sequencing data, 

https://usegalaxy.fr/training-material/topics/sequence-
analysis/tutorials/human-reads-removal/tutorial.html
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Example analysis

• What chromosomes in humans have the most genes?


